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A. Topoisomerase B. Primase C. DNA polymerase I
D. DNA polymerase I E. Helicase F. DNAligase

Removes supercoils

Makes RNA primer

Synthesizes new DNA strands

Removes RNA primer and adds DNA bases to the gap
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A. RNA splicing B. o factor C. elF-4F

D. Transcriptional unit E. SD sequence

Prokaryotic DNA transcription

Eukaryotic mRNA binding

Prokaryotic genome

Prokaryotic mRNA

Eukaryotic RNA processing
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